Source and Description. Sequence was obtained by conventional dideoxy methods from an M13mp18 template. The template was isolated from a "library" of size-selected ( -300 bp) MboI restriction fragments of bovine DNA by screening with an end-labeled (CAI 10 oligonucleotide probe. Primers were synthesized to amplify a region containing the imperfect repeat 5'-( CAI 7CT( CA)g-3'.
Method of Detection. Polymerase chain reaction was performed using primers RM074A: 5'-GTGCTGATGCACTCTCCATATC-3' (CA strand) and Each reaction (25 ,uL final vol.) contained 50 ng genomic DNA, 10 pmol each primer, .25 units Taq polymerase, 100 phf each dNTP, .l% BSA and buffer as follows: 10 mM Tris (pH 8.31, 50 mM KC1, 1.5 mM MgC12, and .01% Triton X-100. The CA strand primer was 5' end-labeled with 32P. Thermal cycling consisted of an initial denaturation of 3 min at 94"C, followed by 25 cycles of 1 min each at 94"C, 52"C, and 72"C, and a final elongation of 3 min at 72°C. Products were analyzed by electrophoresis in thin 6% denaturing polyacrylamide gels followed by autoradiography.
Description of Polymorphism. Four alleles were detected in a panel of 14 unrelated animals representing four breeds (Angus, Brahman, Brangus and Holstein). Typical results from 10 animals are shown in Figure 1 . Heterozygosity in the sample was 57%, with observed allele sizes and frequencies as follows: 140 bp, .lo; 142 bp, .18; 160 bp, .36; and 162 bp, .36 
